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Agrip d islensku: i skyrslunni er leitad svara vid fjolbreytileika og tegundasamsetningu 6rvera i
fiskvinnsluumhverfi. Rannséknarvinnan hofst med uppsetningu og préun adferda til
ad skanna oOrverusamsetningu med sameindaliffreedilegum adferdum og svo a
seinni stigum var hafist handa vid ad skoda valin umhverfi ur fiskionadinum. Tvaer
fiskvinnslur voru heimsoéttar, hvor um sig i tvigang par sem uttekt var gerd &
vinnslunni og u.p.b. 20 syni tekin i hverri ferd. | ljés kom fj6lbreytt samfélag
bakteria par sem pekktar skemmdarbakteriur voru i jafnan i hau hlutfalli asamt
ymsum 68rum tegundum. Orverutalningar syndu fram a hatt magn bakteria &
yfirbordum vinnslulina @ medan a vinnslu stendur med faa bakteriuhdpa i yfirmagni
en einnig fjolmargar adrar tegundir i minna magni. Helstu hdpar bakteria sem
fundust tilheyra Photobacterium phosphoreum, sem var i haesta hlutfallslegu magni
heilt yfir i rannsokninni, asamt Flavobacterium, Psychrobacter, Chryseobacter,
Acinetobacter og Pseudoalteromonas. Allar pessar tegundir eru pekktar
fiskibakteriur sem lifa i rodi og pérmum lifandi fiska. betta er fyrsta verkefnid sem
vitad er um par sem sameindaliffreedilegar adferdir eru notadar til ad skanna
bakteriuvistkerfi fiskvinnsluhtsa. Hér hefur pvi verid lagdur pekkingargrunnur ad
bakteriuvistkerfum vid mismunandi adstaedur i fiskvinnslum sem mun nytast til
frambudar vid rannsdknir og préoun a baettum vinnsluferlum og geymsluadferdum &
fiski.
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Summary in English: In this report we seek answers on diversity and species composition of bacteria in
fish processing environment. The study initiated method development to screen
microbial systems using molecular methods followed by analysis of samples from 2
fish processing plants. This research shows the presence of a diverse microbial
community in fish processing environment where known spoilage microorganisms
are typically in high relative numbers along with various other bacterial species.
Total viable counts showed the presence of bacteria in high numbers on processing
surfaces during fish processing where few species typically dominated the
community. Photobacterium phosphoreum was the most apparent species followed
by genera such as Flavobacterium, Psychrobacter, Chryseobacter, Acinetobacter
and Pseudoalteromonas. All these species are known fish associated bacteria that
live on the skin and in the digestive tract of a living animal. To our knowledge, this
is the first study where molecular methods are used to screen microbial
communities in fish processing plants. This research has therefore contributed a
database on bacterial diversity in fish processing plants that will be used in the
future to improve processing and storage methods in the fish industry.
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